Three molecular typing methods (pulsed-field electrophoresis, localization of the mecA gene, and probing the vicinity of mec) have been used for the characterization of 40 catheter-related isolates of coagulase-negative staphylococci (CNS) 
INTRODUCTION
The most common pathogens associated with catheter-related infections (CRIs) are coagulase-negative staphylococci (CNS), specifically Staphylococcus epidermidis. The increase in the use of indwelling devices, along with changes in the patient population, hospital environment, medical practice, and antibiotic policy, have turned these microorganisms into the leading cause of hospital-acquired bacteremia.I4-26 '30 The pathogenesis of infections associated with intravascular catheters is closely related to the cutaneous surface flora. Therefore CNS are the most common etiologic agents related to catheter infections.14-26 The two leading routes of catheter contamination are invasion of the catheter external surface by microorganisms present at the insertion site14-24 and inner migration of bacteria to the catheter tip through the lumen from a contaminated hub. 19-27-30 (Fig. I, A) ; the mecA gene probe hybridized with a 48-kb Smal fragment (Fig. 1, B) ; and mecA polymorph 1 was present (Fig.   2, A) . In contrast, the 3 CNS isolates of case 2 shared a common PFGE pattern B (Fig. 1, A) and a Clal mecA polymorph 2 (Fig. 2, A) . In this group of isolates the mecA probe hybridized with a 90-kb Smal fragment (Fig. 1, B) 
